Intestinal bacterial dysbiosis has been increasingly linked to 26 Ankylosing Spondylitis (AS), which is a prototypic and best studied subtype of 
Fusobacterium (Fusobacteria) were detected ( Fig. 1G ).
143
A LefSe analysis was further adopted to identify the bacterial groups that showed 144 significant differences in abundance between AS and HC. As shown in Fig. 1H there was no obvious separation of groups (Fig. 2B ). The variations of gut microbes in 164 each group were also observed on phylum and genus levels (Fig. 2C, D (Fig. 4C) . The LefSe analysis revealed that the most dominant fungal 208 microbiota differs significantly among the four groups (Fig. 4D) controls, while no significant clustering was observed between the latter two groups.
323
These results suggested an important role of mycobiome in the development of AS. 
MATERIALS AND METHODS

332
Study subjects and sample collection. 
